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SEQUENCE LISTING 

<110> Hellerqvist, Carl 

<120> Methods for Preventing or Attenuating Pathoangiogenic Conditions 

<130> 22100-0100 46126-252687 

<150> US 60/179,870 
<151> 2000-02-02 

<160> 4 

<170> Patentln version 3.0 

<210> 1 

<211> 2930 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (263) . . (1870) 

<400> 1 

gttcggtcga agccctcccc ttaattatgt gcaattcaag tccccactgc ccgcccgcaa 60 

gcccccactc atcctcgctg cgggcagggt ggcccctgca ctttacaagg gggtgcagga 120 

gcgggagacg gtcgtccgaa caccggctcc ccggcatgcg tagaccggcg ggcggagcgg 180 

gctcactttg cgccaatcct acgagaactc ccagaactcc gcttccctag tccaacccaa 24 0 



2 



gccagagttg cccacaccta ag atg gcg gcg ggg gcg atg aca ccg ccc cgc 292 

Met Ala Ala Gly Ala Met Thr Pro Pro Arg 
15 10 

ccg gtc cag cca get egg ccc ggg ggc ttc ggg ctg teg gge egg egc 340 
Pro Val Gin Pro Ala Arg Pro Gly Gly Phe Gly Leu Ser Gly Arg Arg 
15 20 25 

tec ett etc tgc cag gtg gcg agt aca cct get cae gta ggc gtc atg 388 
Ser Leu Leu Cys Gin Val Ala Ser Thr Pro Ala His Val Gly Val Met 
30 35 ^ 40 

agg tct ccg gtt cga gac ctg gee egg aac gat ggc gag gag age aeg 436 
Arg Ser Pro Val Arg Asp Leu Ala Arg Asn Asp Gly Glu Glu Ser Thr 
45 50 55 

gac cgc aeg eet ctt eta ccg ggc gee cca egg gee gaa gee get cca 484 
Asp Arg Thr Pro Leu Leu Pro Gly Ala Pro Arg Ala Glu Ala Ala Pro 
60 65 70 

gtg tgc tgc tct get cgt tae aac tta gea att ttg gee ttt ttt ggt 532 
Val Cys Cys Ser Ala Arg Tyr Asn Leu Ala lie Leu Ala Phe Phe Gly 
75 80 85 90 

ttc ttc att gtg tat gea tta cgt gtg aat ctg agt gtt gcg tta gtg 580 
Phe Phe lie Val Tyr Ala Leu Arg Val Asn Leu Ser Val Ala Leu Val 
95 100 105 

gat atg gta gat tea aat aca act tta gaa gat aat aga act tec aag 628 
Asp Met Val Asp Ser Asn Thr Thr Leu Glu Asp Asn Arg Thr Ser Lys 
110 115 120 

gcg tgt cca gag cat tct get ccc ata aaa gtt cat cat aat caa aeg .676 
Ala Cys Pro Glu His Ser Ala Pro lie Lys Val His His Asn Gin Thr 
125 130 135 

ggt aag aag tac caa tgg gat gea gaa act caa gga tgg att etc ggt 724 
Gly Lys Lys Tyr Gin Trp Asp Ala Glu Thr Gin Gly Trp lie Leu Gly 
140 145 150 

tee ttt ttt tat ggc tac ate ate aca cag att cet gga gga tat gtt 772 
Ser Phe Phe Tyr Gly Tyr lie lie Thr Gin lie Pro Gly Gly Tyr Val 
155 160 165 170 

gee age aaa ata ggg ggg aaa atg ctg eta gga ttt ggg ate ett ggc 820 
Ala Ser Lys lie Gly Gly Lys Met Leu Leu Gly Phe Gly lie Leu Gly 
175 180 185 

act get gtc etc ace ctg ttc act ccc att get gea gat tta gga gtt 868 
Thr Ala Val Leu Thr Leu Phe Thr Pro lie Ala Ala Asp Leu Gly Val 
190 195 200 

gga cca etc att gta etc aga gea eta gaa gga eta gga gag ggt gtt 916 
Gly Pro Leu lie Val Leu Arg Ala Leu Glu Gly Leu Gly Glu Gly Val 
205 210 215 

aca ttt cca gee atg eat gee atg tgg tct tct tgg get ccc cet ett 964 
Thr Phe Pro Ala Met His Ala Met Trp Ser Ser Trp Ala Pro Pro Leu 
220 225 230 



gaa aga age 
Glu Arg Ser 

235 

aca gta att 
Thr Val lie 



tgg act tat 
Trp Thr Tyr 



ctt ttg tgg 
Leu Leu Trp 
285 

att tec cat 
lie Ser His 
300 

ctt tet tea 
Leu Ser Ser 
315 

cea ctt tgg 
Pro Leu Trp 



tat act tta 
Tyr Thr Leu 



ttc aat gtt 
Phe Asn Val 
365 

tet tgg tta 
Ser Trp Leu 
380 

gca aaa tgg 
Ala Lys Trp 
395 

ata gga atg 
lie Gly Met 



ggc tgt gat 
Gly Cys Asp 



ctg gga ggc 
Leu Gly Gly 
445 



aaa ctt ctt 
Lys Leu Leu 
240 

tet ctt cet 
Ser Leu Pro 
255 

gtc ttc tac 
Val Phe Tyr 
270 

ate tgg tta 
lie Trp Leu 



tat gaa aag 
Tyr Glu Lys 



cag aag tea 
Gin Lys Ser 
320 

get ate gta 
Ala lie Val 
335 

ttg aca tta 
Leu Thr Leu 
350 

caa gag aat 
Gin Glu Asn 



tgt atg ate 
Cys Met lie 



aat ttt tea 
Asn Phe Ser 
400 

att gga ect 
lie Gly Pro 
415 

tat tet ttg 
Tyr Ser Leu 
430 

ttt tgc tet 
Phe Cys Ser 



age att teg 
Ser lie Ser 



ctt tet gga 
Leu Ser Gly 



ttt ttt ggt 
Phe Phe Gly 
275 

gtt agt gae 
Val Ser Asp 
290 

gaa tac att 
Glu Tyr lie 
305 

gtg ccg tgg 
Val Pro Trp 



gtt gca cae 
Val Ala His 



ttg cet act 
Leu Pro Thr 
355 

ggg ttt tta 
Gly Phe Leu 
370 

ctg tet ggt 
Leu Ser Gly 
385 

act tta tgt 
Thr Leu Cys 



gca gta ttc 
Ala Val Phe 



gee gtt get 
Ala Val Ala 
435 

tet gga ttt 
Ser Gly Phe 
450 
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tat gca gga 
Tyr Ala Gly 
245 

ata att tgc 
lie lie Cys 
260 

act att gga 
Thr He Gly 



aca cea caa 
Thr Pro Gin 



ctt tea tea 
Leu Ser Ser 
310 

gta cec att 
Val Pro He 
325 

ttt tet tac 
Phe Ser Tyr 
340 

tat atg aag 
Tyr Met Lys 



tet tea ttg 
Ser Ser Leu 



caa get get 
Gin Ala Ala 
390 

gtt cgc aga 
Val Arg Arg 
405 

ctg gta get 
Leu Val Ala 
420 

ttc eta act 
Phe Leu Thr 



age ate aac 
Ser He Asn 



gca cag ctt 
Ala Gin Leu 



tac tat atg 
Tyr Tyr Met 
265 

ata ttt tgg 
He Phe Trp 
280 

aaa cac aag 
Lys His Lys 
295 

tta aga aat 
Leu Arg Asn 



tta aaa tec 
Leu Lys Ser 



aac tgg act 
Asn Trp Thr 
345 

gag ate eta 
Glu He Leu 
360 

cet tat tta 
Pro Tyr Leu 
375 

gae aat tta 
Asp Asn Leu 



att ttt age 
He Phe Ser 



get ggc ttc 
Ala Gly Phe 
425 

ata tea aca 
He Ser Thr 
440 

cat ctg gat 
His Leu Asp 
455 



ggg 1012 

Gly 

250 

aat 1060 
Asn 



ttt 1108 
Phe 



aga 1156 
Arg 



cag 1204 
Gin 



ctg 1252 

Leu 

330 

ttt 1300 
Phe 



agg 1348 
Arg 



ggc 1396 
Gly 



agg 14 4 4 

Arg 

ctt 1492 

Leu 

410 

att 1540 
He 



aca 1588 
Thr 



att 1636 
He 



get cct teg tat get ggt ate etc ctg gge ate aca aat aea ttt gee 1684 

Ala Pro Ser Tyr Ala Gly lie Leu Leu Gly lie Thr Asn Thr Phe Ala 

460 465 470 

act att cca gga atg gtt ggg cce gtc att get aaa agt ctg ace cet 1732 

Thr lie Pro Gly Met Val Gly Pro Val lie Ala Lys Ser Leu Thr Pro 

475 480 485 490 

gat aac act gtt gga gaa tgg eaa ace gtg ttc tat att get get get 1780 

Asp Asn Thr Val Gly Glu Trp Gin Thr Val Phe Tyr lie Ala Ala Ala 

495 500 505 

att aat gtt ttt ggt gee att ttc ttt aea eta ttc gee aaa ggt gaa 1828 

lie Asn Val Phe Gly Ala lie Phe Phe Thr Leu Phe Ala Lys Gly Glu 

510 515 520 

gta eaa aac tgg get etc aat gat eae eat gga eac aga cae 1870 

Val Gin Asn Trp Ala Leu Asn Asp His His Gly His Arg His 



525 


530 




535 
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ectgcetcta 


ttaatgtatt 


tttatttatc 


atgtaacctc 


1930 


aaagtgeett 




taageattct 


atgtettttt 


ttaattgtac 


ttgtattaga 


1990 


tttttaagge 


e1"a1"r5atpr3t 


gaaatatcac 


tagttgeeag 


aataataaaa 


tgaaetgtgt 


2050 


ttaattatga 


ataatatgta 


agctaggact 


tctaetttag 


gttcacatae 


etgectgcta 


2110 


gtegggcaae 


atgaagtagg 


aeagttetgt 


tgatttttta 


gggeeatact 


aaagggaatg 


2170 


agctgaaaea 


gaectcctga 


taeetttget 


taattaaaet 


agatgataat 


teteaggtae 


2230 


tgataaaeae 


ctgttgttgt 


tcactttcct 


eataaaaatt 


gteagetete 


tetgacactt 


2290 


agacctcaaa 


etttagcate 


tetgtggage 


tgccateeac 


tgtataattt 


egeetggcaa 


2350 


etggaetgag 


gggagtgtgc 


ceaggcagct 


geeaagcaet 


ccctccctgg 


ettcagggte 


2410 


agagtgceea 


gegtttatea 


gaggeageat 


ccaageecag 


ageeagtgte 


gaetcttcgg 


2470 


etggtgectt 


tcctctgagg 


ggctatcaat 


gtgtagataa 


ageeetgagt 


aggeaagage 


2530 


agtgagatec 


actgetatgg 


tcttgataca 


teetcaaaet 


tteeetteee 


ageacagagg 


2590 


aatattgget 


ggcatgcaae 


etgcaaaaga 


aaaatgcgaa 


geggccgggc 


acggtggcte 


2650 


atgeetgtaa 


tcccageaet 


ttggggggct 


gaggtgggcg 


aatcatgaga 


teaggagtte 


2710 


gagaeeagee 


tggccageat 


ggtgaaaecc 


eatetctaet 


aaaaatacaa 


aaaattagct 


2770 


gggegtggtg 


aegggegcct 


gtaateeeag 


ataeteagga 


ggctgaggta 


ggagaatcac 


2830 


ttgaaeetgg 


gaggtggaag 


ttgeagtgaa 


ecaagateae 


gccactgcae 


tccagectgg 


2890 


gegatggage 


gagaetceaa 


et eaaaaaaa 


aaaaaaaaaa 






2930 



<210> 2 
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<211> 536 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Met Ala Ala Gly Ala Met Thr Pro Pro Arg Pro Val Gin Pro Ala Arg 
15 10 15 



Pro Gly Gly Phe Gly Leu Ser Gly Arg Arg Ser Leu Leu Cys Gin Val 
20 ■ 25 30 



Ala Ser Thr Pro Ala His Val Gly Val Met Arg Ser Pro Val Arg Asp 
35 40 45 



Leu Ala Arg Asn Asp Gly Glu Glu Ser Thr Asp Arg Thr Pro Leu Leu 
50 55 60 



Pro Gly Ala Pro Arg Ala Glu Ala Ala Pro Val Cys Cys Ser Ala Arg 
65 70 75 80 



Tyr Asn Leu Ala lie Leu Ala Phe Phe Gly Phe Phe lie Val Tyr Ala 
85 90 95 



Leu Arg Val Asn Leu Ser Val Ala Leu Val Asp Met Val Asp Ser Asn 
100 105 110 



Thr Thr Leu Glu Asp Asn Arg Thr Ser Lys Ala Cys Pro Glu His Ser 
115 120 125 



Ala Pro lie Lys Val His His Asn Gin Thr Gly Lys Lys Tyr Gin Trp 
130 135 140 



Asp Ala Glu Thr Gin Gly Trp lie Leu Gly Ser Phe Phe Tyr Gly Tyr 
145 150 155 160 



He He Thr Gin He Pro Gly Gly Tyr Val Ala Ser Lys He Gly Gly 
165 170 175 



Lys Met Leu Leu Gly Phe Gly He Leu Gly Thr Ala Val Leu Thr Leu 
180 185 190 
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Phe Thr Pro lie Ala Ala Asp Leu Gly Val Gly Pro Leu lie Val Leu 
195 200 205 



Arg Ala Leu Glu Gly Leu Gly Glu Gly Val Thr Phe Pro Ala Met His 
210 215 220 



Ala Met Trp Ser Ser Trp Ala Pro Pro Leu Glu Arg Ser Lys Leu Leu 
225 230 235 240 



Ser lie Ser Tyr Ala Gly Ala Gin Leu Gly Thr Val lie Ser Leu Pro 
245 250 255 



Leu Ser Gly lie lie Cys Tyr Tyr Met Asn Trp Thr Tyr Val Phe Tyr 
260 265 270 



Phe Phe Gly Thr lie Gly lie Phe Trp Phe Leu Leu Trp lie Trp Leu 
275 280 285 



Val Ser Asp Thr Pro Gin Lys His Lys Arg lie Ser His Tyr Glu Lys 
290 295 300 



Glu Tyr lie Leu Ser Ser Leu Arg Asn Gin Leu Ser Ser Gin Lys Ser 
305 310 315 320 



Val Pro Trp Val Pro lie Leu Lys Ser Leu Pro Leu Trp Ala lie Val 
325 - 330 335 



Val Ala His Phe Ser Tyr Asn Trp Thr Phe Tyr Thr Leu Leu Thr Leu 
340 345 350 



Leu Pro Thr Tyr Met Lys Glu lie Leu Arg Phe Asn Val Gin Glu Asn 
355 360 365 



Gly Phe Leu Ser Ser Leu Pro Tyr Leu Gly Ser Trp Leu Cys Met lie 
370 375 380 



Leu Ser Gly Gin Ala Ala Asp Asn Leu Arg Ala Lys Trp Asn Phe Ser 
385 390 395 400 



Thr Leu Cys Val Arg Arg lie Phe Ser Leu lie Gly Met lie Gly Pro 
405 410 415 



Ala Val Phe Leu Val Ala Ala Gly Phe lie Gly Cys Asp Tyr Ser Leu 
420 425 430 



Ala Val Ala Phe Leu Thr lie Ser Thr Thr Leu Gly Gly Phe Cys Ser 
435 440 445 



Ser Gly Phe Ser lie Asn His Leu Asp lie Ala Pro Ser Tyr Ala Gly 
450 455 460 



lie Leu Leu Gly lie Thr Asn Thr Phe Ala Thr lie Pro Gly Met Val 
465 470 475 480 



Gly Pro Val lie Ala Lys Ser Leu Thr Pro Asp Asn Thr Val Gly Glu 
485 490 495 



Trp Gin Thr Val Phe Tyr lie Ala Ala Ala lie Asn Val Phe Gly Ala 
500 505 510 



lie Phe Phe Thr Leu Phe Ala Lys Gly Glu Val Gin Asn Trp Ala Leu 
515 520 525 



Asn Asp His His Gly His Arg His 
530 535 



<210> 3 

<211> 2844 

<212> DNA 

<213> Ovis sp. 

<220> 

<221> CDS 

<222> (84) . . (1568) 



<400> 3 

cccgggggcg gggggcttcg gcggtcccgc tggagctctc ttttccgcgg agcaggtttg 60 

cgccgtagct ccctgaaggc ate atg aag tec eeg gtt teg gac tta gee ccg 113 

Met Lys Ser Pro Val Ser Asp Leu Ala Pro 
15 10 

age gac gge gag gag ggc teg gac cge aca ccg etc ctg cag cgc gee 161 
Ser Asp Gly Glu Glu Gly Ser Asp Arg Thr Pro Leu Leu Gin Arg Ala 
15 20 25 



ccg egg gcg gaa ecc get eca gta tgc tge tct get egt tac aac eta 209 
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Pro Arg Ala Glu Pro Ala Pro Val Cys Cys Ser Ala Arg Tyr Asn Leu 
30 35 40 

gca ttt ttg tec ttt ttt ggt ttc ttc gtt etc tat tea tta egg gtg 257 

Ala Phe Leu Ser Phe Phe Gly Phe Phe Val Leu Tyr Ser Leu Arg Val 

45 50 55 

aat ctg age gtt gca eta gtg gac atg gtg gat tea aae aca act gee 305 

Asn Leu Ser Val Ala Leu Val Asp Met Val Asp Ser Asn Thr Thr Ala 

60 65 70 

aaa gat aat aga acg tec tac gag tgt gca gag cat tct get ccc ata 353 

Lys Asp Asn Arg Thr Ser Tyr Glu Cys Ala Glu His Ser Ala Pro lie 

75 80 85 90 

aaa gtt ett cac aac caa acg ggt aaa aag tac egg tgg gat gca gaa 401 

Lys Val Leu His Asn Gin Thr Gly Lys Lys Tyr Arg Trp Asp Ala Glu 

95 100 105 

act caa gga tgg att etc gga tct ttt ttc tat ggc tac ate ate aca 449 

Thr Gin Gly Trp lie Leu Gly Ser Phe Phe Tyr Gly Tyr lie lie Thr 
110 115 120 

caa att cct gga gga tat gtt gee age aga agt ggg ggg aag ctg ttg 4 97 

Gin lie Pro Gly Gly Tyr Val Ala Ser Arg Ser Gly Gly Lys Leu Leu 

125 130 135 

eta gga ttc ggg ate ttt get aca get ate ttc ace ctg ttc act ccc 545 

Leu Gly Phe Gly lie Phe Ala Thr Ala lie Phe Thr Leu Phe Thr Pro 

140 145 150 

etc get gca gat ttc gga gte gga gee ett gtt gca etc agg gca eta 593 

Leu Ala Ala Asp Phe Gly Val Gly Ala Leu Val Ala Leu Arg Ala Leu 

155 160 165 170 

gaa ggg eta gga gag ggt gte aca tat cea gee atg eat gee atg tgg 641 

Glu Gly Leu Gly Glu Gly Val Thr Tyr Pro Ala Met His Ala Met Trp 

175 180 185 

tct tea tgg get ccc cct ett gaa aga age aag ett ctg agt att tea 689 

Ser Ser Trp Ala Pro Pro Leu Glu Arg Ser Lys Leu Leu Ser lie Ser 
190 195 200 

tat gca gga gca caa ett ggg aca gta gtt tct ett cct ett tct gga 737 

Tyr Ala Gly Ala Gin Leu Gly Thr Val Val Ser Leu Pro Leu Ser Gly 

205 210 215 

gta att tgc tac tat atg aat tgg act tat gte ttc tat ttc ttt ggc 785 

Val lie Cys Tyr Tyr Met Asn Trp Thr Tyr Val Phe Tyr Phe Phe Gly 

220 225 230 

att gtt gga ate ate tgg ttt att tta tgg ate tgc tta gtt agt gat 833 

lie Val Gly lie lie Trp Phe lie Leu Trp lie Cys Leu Val Ser Asp 

235 240 245 250 

aca cca gaa act cac aag aca ate act ccc tat gaa aag gag tat att 881 

Thr Pro Glu Thr His Lys Thr lie Thr Pro Tyr Glu Lys Glu Tyr lie 

255 260 265 



# 



ctt tea tea tta aaa aat cag cte tet tea cag aag tea gtg eeg tgg 929 

Leu Ser Ser Leu Lys Asn Gin Leu Ser Ser Gin Lys Ser Val Pro Trp 

270 275 280 

ata act atg ctg aaa tea ctg oca ctt tgg get att gtc gtt gea cat 977 

lie Pro Met Leu Lys Ser Leu Pro Leu Trp Ala lie Val Val Ala His 
285 290 295 

ttt tet tac aac tgg act ttt tat act ttg ttg ace tta ttg cct act 1025 

Phe Ser Tyr Asn Trp Thr Phe Tyr Thr Leu Leu Thr Leu Leu Pro Thr 
300 305 310 

tac atg aag gaa gtc eta agg ttc aat att caa gag aat ggg ttt tta 1073 

Tyr Met Lys Glu Val Leu Arg Phe Asn lie Gin Glu Asn Gly Phe Leu 

315 320 325 330 

tet gca gtc cct tat tta ggt tgt tgg tta tgt atg ate ctg teg ggt 1121 

Ser Ala Val Pro Tyr Leu Gly Cys Trp Leu Cys Met lie Leu Ser Gly 

335 340 345 

caa get get gac aat tta agg gca aga tgg aat ttt tea act ctg tgg 1169 

Gin Ala Ala Asp Asn Leu Arg Ala Arg Trp Asn Phe Ser Thr Leu Trp 

350 355 360 

■gtt cga aga gtt ttt age ctt ata ggg atg att gga cct gcg ata ttc 1217 

Val Arg Arg Val Phe Ser Leu lie Gly Met lie Gly Pro Ala lie Phe 
365 370 375 

ctg gtt gee gea gga ttt ata gge tgt gat tat tec ttg get gtt gca 1265 

Leu Val Ala Ala Gly Phe lie Gly Cys Asp Tyr Ser Leu Ala Val Ala 
380 385 390 

ttc eta acc ata tea aca acc ctg gga gge ttt tge tet tet gga ttt 1313 

Phe Leu Thr lie Ser Thr Thr Leu Gly Gly Phe Cys Ser Ser Gly Phe 

395 400 405 410 

age ate aac cat ctg gac att get cct teg tat get ggt att etc ctg 1361 

Ser lie Asn His Leu Asp lie Ala Pro Ser Tyr Ala Gly lie Leu Leu 

415 420 425 

gge ate aca aat acc ttt gee act att cct gga atg att ggg cec ate 1409 

Gly lie Thr Asn Thr Phe Ala Thr lie Pro Gly Met lie Gly Pro lie 

430 435 440 

att gee aga agt ctt acc cct gag aac act att gga gaa tgg caa act 1457 

lie Ala Arg Ser Leu Thr Pro Glu Asn Thr lie Gly Glu Trp Gin Thr 
445 450 455 

gtt ttc tge ate get get get ate aat gta ttt ggt gee att ttc ttc 1505 

Val Phe Cys He Ala Ala Ala He Asn Val Phe Gly Ala He Phe Phe 
460 465 470 

aca eta ttc gee aaa ggt gaa gtg caa aac tgg gee ate agt gat cac 1553 

Thr Leu Phe Ala Lys Gly Glu Val Gin Asn Trp Ala lie Ser Asp His 

475 480 485 490 

caa gga cac aga aac tgaaggaacc aataaataat cetgtcteta ttaatgtatc 1608 
Gin Gly His Arg Asn 
495 
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tttgtttatc 


atgtaaccta 


aaagtgcctt 


tgatatttta 


atgtgtaagc 


aatctatata 


1668 


caagataaaa 


ttgtactaga 


aaaattgtgt 


tagatttgta 


aggcttgtaa 


tcatgaaatg 


1728 


tcactagttg 


ccatataagc 


aaaattagct 


atttttaatt 


attattaacc 


cgtttgctgg 


1788 


aacttacaat 


tcagggtcac 


atatctggct 


gcaagtcagg 


caacccacaa 


taggggagtt 


1848 


ctatttattt 


ataagaccat 


acctaaagag 


atgagctgaa 


atagaccctt 


ctataccttt 


1908 


gcttaattaa 


ggtggataat 


aattctcagg 


tcttgttaaa 


catctgtttt 


tgtacacctt 


1968 


cctcaaaaaa 


ttatttgtca 


tcagcaatcc 


ctgacatgta 


ggtctcaaac 


tttagcctct 


2028 


ccacggagct 


ggcagccact 


gtatcattca 


gcctggcaac 


ttcactgagg 


gaagcatgcc 


2088 


caggcagctg 


ccacatgtcc 


cctctctggc 


ttcagggaca 


gtgcccagca 


cttaggcagc 


2148 


atccaagacc 


agggtcagcg 


ccaaggcttt 


ggacggtatt 


cttcccctgg 


ggctgttaat 


2208 


gtgtggatga 


agccctgagc 


caacagggac 


agcgcgatcc 


acagtcatgg 


tttccatgca 


2268 


ccctctccct 


tcccttccca 


gcacactgga 


gtattgcctg 


gcatgtaacc 


tgcaaaagaa 


2328 


agtgtgatgc 


ctaattagcc 


acatataaca 


tcatccttga 


tgatcctacc 


ttcacatgga 


2388 


tcagagtata 


aatcttcaag 


tcctgtgttc 


taggagctac 


accagaataa 


ttaaaatata 


2448 


aaaagaaaca 


aaacattttt 


tctgtctgac 


acctaagtgt 


ctggttgcag 


ttcaaggtta 


2508 
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cttaaatctt 


atttttccag 


tttttcctgg 


accatcttcc 


agtggttttg 


agcatgcttt 


2628 


gagggcattt 


atgtgattta 


gaacttgatt 


aatgtttcac 


tgtgtatgtt 


caacactacc 


2688 


tgtaatattt 


taactaaagc 


tatttaatgt 


aatatgatgt 


gtatacattc 


tgtaaattaa 


2748 


tttttaaatc 


tgtaaatagc 


tttaagttgc 


tatggtgata 


tttcttttac 


aaatcaaaat 


2808 


aaatcttttt 


ggaatgataa 


aaaaaaaaaa 


aaaaaa 
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<210> 4 
<211> 495 
<212> PRT 
<213> Ovis sp . 
<400> 4 

Met Lys Ser Pro Val Ser Asp Leu Ala Pro Ser Asp Gly Glu Glu Gly 
15 10 15 

Ser Asp Arg Thr Pro Leu Leu Gin Arg Ala Pro Arg Ala Glu Pro Ala 
20 25 30 



4 
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Pro Val Cys Cys Ser Ala Arg Tyr Asn Leu Ala Phe Leu Ser Phe Phe 
35 40 45 



Gly Phe Phe Val Leu Tyr Ser Leu Arg Val Asn Leu Ser Val Ala Leu 
50 55 60 



Val Asp Met Val Asp Ser Asn Thr Thr Ala Lys Asp Asn Arg Thr Ser 
65 70 75 80 



Tyr Glu Cys Ala Glu His Ser Ala Pro lie Lys Val Leu His Asn Gin 
85 90 95 



Thr Gly Lys Lys Tyr Arg Trp Asp Ala Glu Thr Gin Gly Trp lie Leu 
100 105 110 



Gly Ser Phe Phe Tyr Gly Tyr lie lie Thr Gin lie Pro Gly Gly Tyr 
115 120 125 



Val Ala Ser Arg Ser Gly Gly Lys Leu Leu Leu Gly Phe Gly lie Phe 
130 135 140 



Ala Thr Ala lie Phe Thr Leu Phe Thr Pro Leu Ala Ala Asp Phe Gly 
145 150 155 160 



Val Gly Ala Leu Val Ala Leu Arg Ala Leu Glu Gly Leu Gly Glu Gly 
165 170 175 



Val Thr Tyr Pro Ala Met His Ala Met Trp Ser Ser Trp Ala Pro Pro 
180 185 190 



Leu Glu Arg Ser Lys Leu Leu Ser lie Ser Tyr Ala Gly Ala Gin Leu 
195 200 205 



Gly Thr Val Val Ser Leu Pro Leu Ser Gly 'Val lie Cys Tyr Tyr Met 
210 215 220 



Asn Trp Thr Tyr Val Phe Tyr Phe Phe Gly lie Val Gly lie lie Trp 
225 230 235 240 



Phe lie Leu Trp lie Cys Leu Val Ser Asp Thr Pro Glu Thr His Lys 
245 250 255 
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Thr lie Thr Pro Tyr Glu Lys Glu Tyr lie Leu Ser Ser Leu Lys Asn 
260 265 270 



Gin Leu Ser Ser Gin Lys Ser Val Pro Trp lie Pro Met Leu Lys Ser 
275 280 285 



Leu Pro Leu Trp Ala lie Val Val Ala His Phe Ser Tyr Asn Trp Thr 
290 295 300 



Phe Tyr Thr Leu Leu Thr Leu Leu Pro Thr Tyr Met Lys Glu Val Leu 
305 310 315 320 



Arg Phe Asn lie Gin Glu Asn Gly Phe Leu Ser Ala Val Pro Tyr Leu 
325 330 335 



Gly Cys Trp Leu Cys Met lie Leu Ser Gly Gin Ala Ala Asp Asn Leu 
340 345 350 



Arg Ala Arg Trp Asn Phe Ser Thr Leu Trp Val Arg Arg Val Phe Ser 
355 360 365 



Leu lie Gly Met lie Gly Pro Ala lie Phe Leu Val Ala Ala Gly Phe 
370 375 380 



lie Gly Cys Asp Tyr Ser Leu Ala Val Ala Phe Leu Thr lie Ser Thr 
385 390 395 400 



Thr Leu Gly Gly Phe Cys Ser Ser Gly Phe Ser lie Asn His Leu Asp 
405 410 415 



lie Ala Pro Ser Tyr Ala Gly lie Leu Leu Gly lie Thr Asn Thr Phe 
420 425 430 



Ala Thr lie Pro Gly Met lie Gly Pro lie lie Ala Arg Ser Leu Thr 
435 440 445 



Pro Glu Asn Thr He Gly Glu Trp Gin Thr Val Phe Cys He Ala Ala 
450 455 460 



Ala He Asn Val Phe Gly Ala He Phe Phe Thr Leu Phe Ala Lys Gly 
465 470 475 "480 



Glu Val Gin Asn Trp Ala He Ser Asp His Gin Gly His Arg Asn 
485 490 495 



